2. The titration of proteins into background buffer in the ITC experiment. Number concentration of the AuNPs was calculated from the mass concentration determined by ICP-MS with the Au core size characterized by TEM. The concentration of the proteins was determined based on the weight loaded into the solution. The concentration data were the only input needed by the Origin software coupled to the ITC to calculated the thermodynamic quantities, including binding stoichiometry. The heat change profiles were satisfactorily fit using a model describing a single set of binding sites. The parameters were calculated using nonlinear least-squares fitting.
